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Clostridioides difficile

Clostridium difficile

Clostridioides difficile (—)

Clostridium difficile (—)

Paeniclostridium sordellii

Clostridium sordellii

Klebsiella aerogenes

Enterobacter aerogenes
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5 i K 0157 (—)

Escherichia coli 0157 (—)
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Escherichia coli 026 (—)

W A K 0111 (—)

Escherichia coli 0111 (—)

Cutibacterium acnes

Propionibacterium acnes

Cutibacterium avidum

Propionibacterium avidum

Cutibacterium granulosum

Propionibacterium granulosum
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Mycobacterium tuberculosis

Mycobacterium tuberculosis complex

Mycobacterium tuberculosis var. bovis

Mycobacterium bovis

Mycobacterium tuberculosis var. BCG

Mycobacterium bovis (BCG)

Mycobacteroides abscessus

Mycobacterium abscessus

Mycobacteroides chelonae

Mycobacterium chelonae

Mycolicibacterium flavescens

Mycobacterium flavescens

Mycolicibacterium fortuitum

Mycobacterium fortuitum

Mycolicibacterium fortuitum group

Mycobacterium fortuitum group
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